This PDF file includes: Fig. S1 . MMF metabolism. MMF consumed either orally (PO) or intravenously (IV) is converted to active MPA in the stomach and circulation and then glucuronidated by hepatic UGT enzymes which create inactive MPAG and AcMPAG. MPAG and AcMPAG are mostly excreted in the urine but ~10% is transported by ABCC2 into the GI tract where bacterial GUS enzymes remove the GA moiety to produce free GA and MPA which undergoes enterohepatic recirculation. plots for -diversity (Bray-Curtis dissimilarity) for bacteria in fecal pellets collected from mice exposed to MMF only (n=2-4) or MMF with vancomycin (n=4 individual animals). Community composition was determined using 16S rRNA amplicon sequencing of bacterial DNA extracted from fecal pellets. Each data point represents an individual sample. Intergroup comparisons were performed for each time point using Adonis with *p <0.1. (B) Effect of MMF alone and MMF with vancomycin exposure on bacterial -diversity for three different indices (Observed, Shannon and Simpson's). Community composition was determined using 16S rRNA amplicon sequencing from mouse fecal pellets collected from 2-4 individual animals. Significant differences in diversity between groups was determined using a two-way ANOVA with *p <0.05, **p < 0.001, ***p < 0.0005. 
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